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This Article has been corrected to clear up scientific details (see the authors' summary below).

"Our analysis used stranded RNA-Seq preprocessing where the forward direction was used for the second fast sequence files. This stranded preprocessing enriches for antisense non-coding RNA, sometimes called Natural Antisense Transcripts (NATs). These NATs are labeled with AS1 (for antisense) appended to their gene symbols, and they are known to recruit epigenetic machinery and other mechanisms to regulate coding RNA (mRNA/genes). In addition to NATs, stranded preprocessing enriches for protein coding genes that can be transcribed in the antisense direction, which occurs for a significant proportion of mammalian genes (i.e., protein coding). Thus, the replicated module (M5) contains genes that are enriched for antisense expression of protein coding genes and expression of NATs that regulate partner coding genes through an antisense mechanism. We include the RNA-Seq data preprocessed for both antisense RNA and sense RNA gene expression in the github repository (<https://github.com/insilico/DepressionGeneModules>)."
